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La Guajira department is a highly diverse region in terms of ichthyofaunal composition and
ecological traits, presenting species from a variety of different ecosystems. In terms of trophic level,
the carnivorous species were the most abundant. Additionally, the sequences of the COI gen showed
a better taxonomic resolution. This study highlights the importance of implementing molecular tools
in the assessment of biodiversity as a complement of the traditional methods in order to obtain
more reliable results and strengthened the regional, national and international genetic databases
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Samples were collected during 6
projects from 2014 to 2023 
conducted by INVEMAR

A total of 37 sampling stations 
were surveyed along the coast 
from 0 to 1200 m depth

Sample were collected in 
various ecosystems (soft and 
rocky bottoms, seagrasses 
meadows, coral reef, mangrove, 
hypersaline estuaries and open 
ocean).
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Modification of 
the method by 
Sambrook et al. 

(1989)

PCR 
amplification of 
two genes (COI
and 16S) using 

five sets of 
primers.

Assignment of 
families and 
orders based 

on Eschmeyer’s 
Catalog of 
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There are 1329 
described species 
of marine fish in 

the Colombia 
Caribbean (Acero et 

al., 2023) 

Identification of 
fishes implementing 

biology molecular 
tools as compliment 
– COI and 16S gen

Taxonomic 
identification 
implementing 

molecular biology 
tools – barcoding

Most of studies 
focus on the genetic 

connectivity of 
populations of 

fishes of economic 
relevance

Inshore and offshore fishing 
methods and bioacoustics 
localization were implemented


